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Figure S1. (a) Difference plot of the same sample. Serial dilutions of 101, 102 and 103 of a pooled 

cDNA sample were tested with of GAPDH primers. (b) qRT-PCR efficiency of GAPDH gene 

(data of other set of primers is not shown). 

 

 

Table S1. The expression of miR‑ 138 evidently diminished in PCa clinical samples in 

comparison U6 and U47 as normalizers. 
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Table S2. Results of quantitative RT-PCR on all candidate genes in PC3 cell lines. Substantial 

overexpression of CCND1 in comparison with GAPDH as a housekeeping gene in PC3 cells. The 

expression profile of other candidate genes, including ABL, CCND3, VIM, TWIST1, HIF1A, and 

TERT genes exhibited no considerable change in comparison with GAPDH in the PC3 cell line.  

 

 

 

 

Table S3. Results of quantitative RT-PCR on CCND1 expression in comparison with GAPDH 

following transfection with miR-138-5p-mimic in (a) PC3 and (b) DU145 cells. 
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